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* Recombination and horizontal gene transfer events
are frequent and contribute to the evolution of Vibrio spp. |
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https://teams.microsoft.com/l/meetup-join/19%3ameeting_MTJjMjkzZjctOGRkZi00NjJhLTg5ODAtZWEyMDQwNTBjNzdi%40thread.v2/0?context=%7b%22Tid%22%3a%226b514c29-2391-4831-b774-84f35c45bf01%22%2c%22Oid%22%3a%22571b6c15-ff60-4c30-9d87-c155fe932c69%22%7d

